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Flease fiod enclosed DHA samples for the gual ity
assessmen b Sschieme wlhiiclhh yowu aprreed .Lu Labe parrb 1m0 sarlier 113 thhe yoeor.,
Al=so enclosed i= A summary of Che retuarns from that guestionaire.

The =m=amples are from the imagzinary DMD and HD Families shown below. In
this pilot scheme you are being assessed on your ability to Ltype the
sample=x only. The scheme will be expanded later to cover interpretation

of result=s. The results will remain anonvmeous bv the ugas aflt the iab

codes already designated for the CMGS andit scheme.
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¥Youu will he advimed as to the ontcomese al thia thrial asa soon Aas poasible.

Thank you for your co—oparation-
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Table 1.

CMGS /UK NEOQAS Molecular Genetics Survey

istribution 1

Samplc ~els sent owts 21

Lah no.
01
03

s
08
11

1:3
14

~ 15

16
L7
18
20
22
23
24
25
26
34

It Mo il ki

Sampie no.
1

N/
+/+
N/N
IN/N
NN
F£d
N/IN
DN
--;I—
+/ 4=
N/
ND/ND
N/
1
N/N
G351 Dy?
MN/MN
i
MNorm/INorm
DrM/DM
™N/™N

-
i

DF508/DYF508
gl
D/D
DF/DF
DFS08/DFS08
il
/D
D/

I
s
DF/DF
DF/DF
/D
2
DF/DF
DF30R/DF308
D/D
DFS08/DF508
DFS0O8/DFS08
DE/DF
D508/ D508

Cystic fibrosis

Hesults receiveds: 21

3 Comments

DF508/N
-+ /=
N/D
N/DF
N/DFS0R
+/
D/N
[y AN |

| Ilr
-+ /-
N/
MND/D
N/
1.2 "RELP' Nomen.
N/DF
DFSNR/?
N/D
-/DF50%8
DFINR/Normn
DF/DNMN
N/DS08






SL/CRS
30 April 1992

Mr Scott Higgins

Regicnal Cytogenetics Uit
Birmingham Maternity Hospital
Fdgbaston

Birmingham

Bl 2TG

Dear Scott

a draft of the sort of thing I had in mind for a Fragile X c<ircular.

Here is
T fecl in

Please change/add anything you like or clarifsy anything that's obscure.
many ways it is prebably a cuality assessmenlt issue and so best done through that
channal (hence the bracketed guery at the end of the letter) but if youn feal that
is an imposition, I an prepared to put some further effort inteo it!

Get in touch if your ideas of what is remquired are comoletely different from this!

Best wishes.

Yours sincerely

Susan A R Loughlin
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