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Comparisons of
homologous

and homoeologous BAC
seguence pairs
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ACCCACCTGGCTCTTGTGTATACCATTGAAAAGCCGATTATATTTGTCCCCATTCATCCAAAA
GATCCCTGAG CAAGGTCTACCATACCGIACCGTACCGGCGTTTCGACCCGUEGCTCGGTACGG
TACCGCOTGTACCGOGCAGTACATCAGGGTGTACCGAATGGTACACCCTGATGTACCGAACAA
TTTTATACTTTTTCATACTGTAGCAGTGCTACAGTATAATACTGTAGCACTGTAGCGGTATCGG
GCGGTCCGCGTA CECETAACCTGTCGGAL CEETACATACCGCECGETATCGGCGGTACGCCTT

CGGTATCACAGACCTTGICCCTGAG TATATATCTCTTTTCTAAATTTATGACCACTCCAAGGC

AACTTGCCAAAGAAAATGAAAAGAAGAAAAAAATTAGGGGAATGAAGATTC TCCACAATTCC
TTATTCTTTGATTTGAGATAAATAATGTCCATAGTAAAACATATCTTATGA TCATCATTGCTGA

TTAATCAAAATACCTGATTCTATAGTCTCAAGCTTTAGTGGTCAAAACACATTCGC
—

TSDTIR TIR TSD

hAT1 in Musa acuminata
F and R primers indicated by blue arrows in sequenc




hAT 486F hAT 037R

70 TSD TIR 265 bp hAT TIR TSD 340 560bp

The hAT1insertion sites inMusa withhAT486F and hATO37R in:  6)acuminata, 8)acuminata,
16)acuminata, 17) AAB, 22)acuminata, 23) AB cv.
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rice-gi|29616647-inversed

heat-gi|32774289
secale cereale C BE588168-inve sorghum bicolor C CD229420

hordeum C BU999438
Musa S 600162152T1Less200

Arabidopsis
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SNP heterozygosity in cellulose synthase




















































Biodiversity of
Triticum tauschii

the D-genome
donor of bread
wheat In Iran

Hojjatollah Saeidi
Mohammad Reza
Rahiminejad and HH
















UPGMA dendrograms of relationships : subdivision with dpTal chromosome pattern
and IRAP analysis Ae. tauschii




UPGMA dendrograms of relationships : subdivision with dpTal chromosome pattern
and IRAP analysis Ae. tauschii

Copyright restrictions may apply.
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Triticum uratu Aegilops speltoides

relative
2Nn= 2x 14 oN=oy=14

AN

Triticum dicoccoides
2N=4x=28

o Einkorn
Triticum monococcum
2n=2x=14
JAVA
Secale cereale
2n=2x=14
RR

Durum/Spaghetti
Triticum turgidum  ssp durum
2n=4x=28
AABB

Aeqgilops tauschi
(Aegilops squarrosa)
2N=2X=

Bread wheat
Triticum aestivum
2Nn=6x=42
JAVAN=123D]D)

Triticale
xTriticosecale
2N=6x=42
AABBRR
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Expression Analysis

Preliminary data; Dhairyasheel Desai, HH et al. in

O transcription factors
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